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Objectives

Integrate the effect of EGFR mutations (E19, E20, E21) and
treatment on tumor growth using mathematical modeling
Describe and predict tumor growth variability between
patients treated with the same a standard of care: gefitinib
Run an in silico clinical trial that is predictive on a clinical
endpoint: time to progression (TTP)
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Implement
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Implementation of a computational model

Model potential

Can be used as an investigational and control arm for unbiased study of mutational effects

Can explore

the natural history of patients treated with Gefitinib harboring specific mutated tumors
complement with an additional treatment, to explore best responders and posology
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